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ACAGTGTGGGAGATGGCGGAACCACTGAGGGGACGTGGTCCGAGGTCC 48 
TGTCACACCCTCTACCGCCTTGGTGACTCCCCTGCACCAGGCTCCAGG 

MAE PLRGRGPRS 12 

CGCGGTGGCCGAGGCGCTCGGAGAGCCCGAGGCGCCCGTGGCCGGTGT 96 
GCGCCACCGGCTCCGCGAGCCTCTCGGGCTCCGCGGGCACCGGCCACA 

RGGRGARRARGARGRC 2 8 

CCTCGCGCCCGGCAGTCTCCGGCTAGGCTCATTCCAGACACCGTGCTT 144 
GGAGCGCGGGCCGTCAGAGGCCGATCCGAGTAAGGTCTGTGGCACGAA 

PRARQS PAR L I P D T V L 44 

GTGGACTTGGTCAGTGACAGCGACGAAGAGGTCTTGGAAGTCGCAGAC 192 
CACCTGAACCAGTCACTGTCGCTGCTTCTCCAGAACCTTCAGCGTCTG 

VDLVSDSDEEVLEVAD 60 

CCAGTAGAGGTGCCGGTCGCCCGCCTCCCCGCGCCGGCTAAACCTGAG 24 0 
GGTCATCTCCACGGCCAGCGGGCGGAGGGGCGCGGCCGATTTGGACTC 

PVEVPVARLPAPAKPE 76 

CAGGACAGCGACAGTG ^CAGTGAAGGGGCGGCCGAGGGGCCTGCGGGA 2 8 8 
GTCCTGTCGCTGTCACTGTCACTTCCCCGCCGGCTCCCCGGACGCCCT 

QDSDSDSEGAAEGPAG 92 

GCCCCGCGTACATTGGTGCGACGGCGGCGGCGGCGGCTGCTGGATCCC 3 3 6 
CGGGGCGCATGTAACCACGCTGCCGCCGCCGCCGCCGACGACCTAGGG 

APRTLVRRRRRRLLDP 108 

GGAGAGGCGCCGGTGGTCCC AGTGTACTCCGGGAAGGTACAGAGCAGC 3 84 
CCTCTCCGCGGCCACCAGGGTCACATGAGGCCCTTCCATGTCTCGTCG 

GEAPVVPVY SGKVQSS 124 

CTCAACCTCATTCCAGATAATTCATCCCTCTTGAAACTGTGCCCTTCA 4 3 2 
GAGTTGGAGTAAGGTCTATTAAGTAGGGAGAACTTTGACACGGGAAGT 

LNLIPDNSSLLKLCPS 140 

GAGCCTGAAGATGAGGCAGATCTGACAAATTCTGGCAGTTCTCCCTCT 4 8 0 
CTCGGACTTCTACTCCGTCTAGACTGTTTAAGACCGTCAAGAGGGAGA 

EPEDEADLTNSGSSPS 156 

GAGGATGATGCCCTGCCTTCAGGTTCTCCCTGGAGAAAGAAGCTCAGA 52 8 
CTCCTACTACGGGACGGAAGTCCAAGAGGGACCTCTTTCTTCGAGTCT 

EDDALPSGSPWRKKLR 172 
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n n 

AAGAAGTGTGAGAAAGAAGAAAAGAAAATGGAAGAGTTTCCGGACCAG 576 
TTCTTCACACTCTTTCTTCTTTTCTTTTACCTTCTCAAAGGCCTGGTC 

KKCEKEEKKMEEFPDQ 188 

GACATCTCTCCTTTGCCCCAACCTTCGTCAAGGAACAAAAGCAGAAAG 6 24 
CTGTAGAGAGGAAACGGGGTTGGAAGCAGTTCCTTGTTTTCGTCTTTC 

DISPLPQPSSRNKSRK 204 

CATACGGAGGCGCTCCAGAAGCTAAGGGAAGTGAACAAGCGTCTCCAA 6 72 
GTATGCCTCCGCGAGGTCTTCGATTCCCTTCACTTGTTCGCAGAGGTT 

HTEALQKLREVNKRLQ 220 

GATCTCCGCTCCTGCCTGAGCCCCAAGCAGCACCAGAGTCCAGCCCTT 72 0 
CTAGAGGCGAGGACGGACTCGGGGTTCGTCGTGGTCTCAGGTCGGGAA 

DLRSCLSPKQHQSPAL 236 

CAGAGCACAGATGATGAGGTGGTCCTAGTGGAAGGGCCTGTCTTGCCA 76 8 
GTCTCGTGTCTACTACTCCACCAGGATCACCTTCCCGGACAGAACGGT 

QSTDDEVVLVEGPVLP. 252 

CAGAGCTCTCGACTCTTTACACTCAAGATCCGGTGCCGGGCTGACCTA 816 
GTCTCGAGAGCTGAGAAATGTGAGTTCTAGGCCACGGCCCGACTGGAT 

QSSRLFTLKIRCRADL 268 

GTGAGACTGCCTGTCAGGATGTCGGAGCCCCTTCAGAATGTGGTGGAT 864 
CACTCTGACGGACAGTCCTACAGCCTCGGGGAAGTCTTACACCACCTA 

VRLPVRMS E PLQN VVD 284 

CACATGGCCAATCATCTTGGGGTGTCTCCAAACAGGATTCTTTTGCTT 912 
GTGTACCGGTTAGTAGAACCCCACAGAGGTTTGTCCTAAGAAAACGAA 

HMANHLGVS PNRILLL 300 

TTTGGAGAGAGTGAACTGTCTCCTACTGCCACCCCTAGTACCCTAAAG 96 0 
AAACCTCTCTCACTTGACAGAGGATGACGGTGGGGATCATGGGATTTC 

FGESELSPTATPSTLK 316 

CTTGGAGTGGCTGACATCATTGATTGTGTGGTGCTAGCAAGCTCTTCA 1008 
GAACCTCACCGACTGTAGTAACTAACACACCACGATCGTTCGAGAAGT 

LGVADI IDCVVLASSS 332 

GAGGCCACAGAGACATCCCAGGAGCTCCGGCTCCGGGTGCAGGGGAAG 105 6 
CTCCGGTGTCTCTGTAGGGTCCTCGAGGCCGAGGCCCACGTCCCCTTC 

EATETSQELRLRVQGK 348 
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GAGAAACACCAGATGTTGGAGATCTCACTGTCTCCTGATTCTCCTCTT 1104 
CTCTTTGTGGTCTACAACCTCTAGAGTGACAGAGGACTAAGAGGAGAA 

EKHQMLE ISLSPDSPL 364 

AAGGTTCTCATGTCACACTATGAGGAAGCCATGGGACTCTCTGGACAC 1152 
TTCCAAGAGTACAGTGTGATACTCCTTCGGTACCCTGAGAGACCTGTG 

KVLMSHYEEAMGLSGH 380 

AAGCTCTCCTTCTTCTTTGATGGGACAAAGCTTTCAGGCAAGGAGCTG 12 0 0 
TTCGAGAGGAAGAAGAAACTACCCTGTTTCGAAAGTCCGTTCCTCGAC 

KLSFFFDGTKLSGKEL 396 

CCAGCTGATCTGGGCCTGGAATCCGGAGATCTCATCGAAGTCTGGGGC 124 8 
GGTCGACTAGACCCGGACCTTAGGCCTCTAGAGTAGCTTCAGACCCCG 

PADLGLESGDLIEVWG 412 



TGAAGCTCTCACCCTGTTCGGACGCAAAGCCAAGACATGGAGACAATA 12 96 

ACTTCGAGAGTGGGACAAGCCTGCGTTTCGGTTCTGTACCTCTGTTAT 



GCTCCCAATTTTATTATTGTGATTTTTCGCCCCATAAGGGCTAACAGA 13 44 

CGAGGGTTAAAATAATAACACTAAAAAGCGGGGTATTCCCGATTGTCT 



AACTGAATTAGAACTTGTTTACTTATTTATTTCTGGTGCTGGGGATTG 13 92 

TTGACTTAATCTTGAACAAATGAATAAATAAAGACCACGACCCCTAAC 



AACCCCAGACTATGCACATGCTAAGGATGTATGAAGTGGAGGCAAAAC 144 0 

TTGGGGTCTGATACGTGTACGATTCCTACATACTTCACCTCCGTTTTG 



CAAGGCATTACCTTTAGCCAGCCTCTAGTAGACTGTAGTGTCAAGCAA 14 8 8 

GTTCCGTAATGGAAATCGGTCGGAGATCATCTGACATCACAGTTCGTT 



GTGGCTACTTGGTAGTTGTGTGGCTCTGTGTATGTTTGTGCTGTATTT 15 3 6 

CACCGATGAACCATCAACACACCGAGACACATACAAACACGACATAAA 



GGCAGCCCCTGGGGCACATAGAAGGGACCTTGGCTTCCCTACCATTTC 1584 
CCGTCGGGGACCCCGTGTATCTTCCCTGGAACCGAAGGGATGGTAAAG 
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ACGTTCGCTGGTGCCCTTTCCTTCATCAGATGACTTCTGTGAAGCTGC 1632 
TGCAAGCGACCACGGGAAAGGAAGTAGTCTACTGAAGACACTTCGACG 



CTATGTTGAGTGTGTTGAACTAAATGAGCTCTGCTTTGGGTGTCCAGG 16 8 0 

GATACAACTCACACAACTTGATTTACTCGAGACGAAACCCACAGGTCC 



CCTGGGGTTTGTGCCGCAGTTGGAGCCAGCAGTGACTTCACTCTGACT 172 8 

GGACCCCAAACACGGCGTCAACCTCGGTCGTCACTGAAGTGAGACTGA 



TGGGACTGAGAATGCATTTCCTGGTGGAGACACTCGGGTGCAGAAATA 1776 
ACCCTGACTCTTACGTAAAGGACCACCTCTGTGAGCCCACGTCTTTAT 



TAACAGAAGGTGACATACATGCTGAAGCTGAGGACTAGGTCGAAAGTT 1824 
ATTGTCTTCCACTGTATGTACGACTTCGACTCCTGATCCAGCTTTCAA 



AACGACGTTGCATTTTCAGCCTTGGGTATCCTCTCTGCCTGCCAGGAC 1872 
TTGCTGCAACGTAAAAGTCGGAACCCATAGGAGAGACGGACGGTCCTG 



TCTAGCCAGTGTCTGGTACACACTTCTTGGCATGGACACCTAGGTCGA 192 0 

AGATCGGTCACAGACCATGTGTGAAGAACCGTACCTGTGGATCCAGCT 



CGCGGGCGCGATTCGGCCGACTCGAG 194 6 

GCGCCCGCGCTAAGCCGGCTGAGCTC 
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